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Half-filter experiments for assignment, structure determination and hydration analysis of unlabelled
ligands bound to13C/15N labelled proteins
C. Dalvit, S. Cottens, P. Ramage and U. Hommel 43–50

Influence of non-bonded parameters on the quality of NMR structures: A new force field for NMR
structure calculation
J.P. Linge and M. Nilges 51–59

Short communications

Normalized one-dimensional NOE measurements in isotopically labeled macromolecules using two-
way cross-polarization
E. Chiarparin, P. Pelupessy, B. Cutting, T.R. Eykyn and G. Bodenhausen 61–65

Band-selective editing of exchange-relay in protein-water NOE experiments
G. Melacini, R. Boelens and R. Kaptein 67–71

Water-protein NOEs: Optimized scheme for selective water excitation
E. Liepinsh and G. Otting 73–76

Gradient and sensitivity enhancement of 2D TROSY with water flip-back, 3D NOESY-TROSY and
TOCSY-TROSY experiments
G. Zhu, X. Kong and K. Sze 77–81

Reduced spectral density mapping for proteins: Validity for studies of13C relaxation
R.A. Atkinson and J.-F. Lefèvre 83–88
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